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Research interests 
I develop and apply machine learning methodologies and computational tools for complex ecosystems with main focus on 
human and food microbiome studies. I have also worked on signal and image processing methods. 
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Since 2018 Dec. Ass. professor and Principal investigator, Data science and Metagenomics, Department of Agricultural 

Sciences, Univ. of Naples Federico II, Italy 
2016 – 2018 Marie Sklodowska-Curie individual fellow, Centre for Integrative Biology, Univ. of Trento, Italy 
2014 – 2016 Postdoctoral fellow, Centre for Integrative Biology, Univ. of Trento, Italy 
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